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Peanut was frequently exposed to aflatoxigenic
fungi pre- and post- harvest as well as during
processing. Therefore this study was conducted to
explore the mycoflora present in peanut samples
before and during the different processing stages
by comparing the level of aflatoxin in these
samples. The effect of peanut variety and delivery
time on the percent distribution of the fungal flora
was also studied. Aspergillus flavus isolated from
the collected peanut samples were tested for their
ability to aflatoxin production. The results
indicated that the percent distribution of fungal
flora of early delivered samples was higher than
those of the delivered ones. Also, higher percent
distribution of Aspergillus flavus was found in late
delivery peanut seeds. The data indicated that the
infection percentage and total fungal count
followed the same trend during the peanut
process, where it decreased after roasting by 50-
55% and increased again after sorting, indicating
that recontamination by fungi had occurred during
the final peanut processing stage. The obtained
results showed that all peanut varieties except NC
variety contained A. flavus. All the isolated culture
of A. flavus were aflatoxinc producers on PDA
media.



