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Molecular identification for camel udder microbiota

By

Zayed Mohammed Alnefaie

Abstract

Dromedary camel (Camelus dromedarius) considered one of the
valuable resources in Kingdom of Saudi Arabia. Camel is critical
because It can survive and produce meat and milk. Mastitis in camels
was reported from almost all countries that ranching camel. Mastitis can
cause the loss of milk production; it has hazardous effects on human.
However, bacterial infections are considered the main cause of mastitis in
camel. We used 100 swaps samples from five groups of camels, three of
them local breed and two are international from Sudan and Ethiopia. We
selected from each group five camel and each camel four swaps. There
are three methods used in this project to identify the bacteria.
Morphological, Biochemical and Molecular. The swabs were cultured,
and the cells were obtained and classified at the morphological level and
at the level of Gram negative and positive dye and the sequences of the
PCR for 16s rRNA gen. Of all this, 14 species were classified and
defined. It is very important to pay attention to the general cleanliness,
especially the female camels and their sterilization with some medical
disinfectants. Must be used milk after the evaluation or pasteurization;

must examine the camel, especially female Camel system.



